In the title mononuclear complex, [Zn(C 21 H 16 N 3 O)Cl], the Zn II ion is coordinated in a distorted tetrahedral geometry by two benzimidazole N atoms and one phenolate O atom from the tridentate Schiff base ligand and a chloride ligand. The benzimidazole ring system forms dihedral angles of 26.68 (9) and 56.16 (9) with the adjacent benzene ring and the methylphenolate group benzene ring, respectively. In the crystal, molecules are linked by N-HÁ Á ÁCl hydrogen bonds into chains along [100] . Furthermore, weak C-HÁ Á ÁO and C-HÁ Á Á interactions, in addition to -interactions with centroid-centroid distances in the range 3.5826 (13)-3.9681 (13) Å , are also observed.
Related literature
For standard bond-length data, see: Allen et al. (1987) Xue et al. (2011) . For related structures, see : Eltayeb et al. (2007 : Eltayeb et al. ( , 2009 ; Eltayeb, Teoh, Chantrapromma & Fun (2011) ; Eltayeb, Teoh, Yeap & Fun (2011); Maldonado-Rogado et al. (2007) ; Tong & Ye (2004) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer, (1986) .
Experimental
Crystal data [Zn(C 21 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C15-C20 and C8-C13 rings, respectively. (Chassaing et al., 2008; Kucukbay et al., 2003; Podunavac-Kuzmanovic & Cvetkovic, 2010; Podunavac-Kuzmanovic et al., 1999; Podunavac-Kuzmanovic & Markov, 2006) including inhibition against enteroviruses (Xue et al., 2011) . Our ongoing structural studies involves benzimidazoles (Eltayeb et al., 2007 (Eltayeb et al., , 2009 Eltayeb, Teoh, Yeap & Fun, 2011) and their complexes (Eltayeb, Teoh, Chantrapromma & Fun, 2011) . In the preparation of the title complex (I), 2-(2-aminophenyl)-1H-benzimidazole undergoes a condensation reaction with 2-hydroxy-4-methylbenzaldehyde to give a Schiff base ligand and forming the zinc(II) complex.
Complex (I) is a mononuclear zinc(II) complex ( benzimidazole complexes (Eltayeb, Teoh, Chantrapromma & Fun, 2011; Maldonado-Rogado et al., 2007; Tong & Ye, 2004) .
The benzimidazole ring system (C1-C7/N1-N2) is planar with an r.m.s. deviation of 0.0074 (2) Å and the largest deviation of 0.029 (2) Å for atom N1. The benzimidazole ring system forms dihedral angles of 26.68 (9) and 56.16 (9)° with the C8-C13
and C15-C20 rings, respectively. The dihedral angle between the C8-C13 and C15-C20 benzene rings is 35.26 (11)°. The bond lengths of ligand are within normal ranges (Allen et al., 1987) .
In the crystal structure of (I) as shown Fig. 2 , the molecules are linked through N-H···Cl hydrogen bonds (Table 1) into chains along the a axis. C-H···O and C-H···π weak interactions (Table 1) The U iso values were constrained to be 1.5U eq of the carrier atom for methyl H atoms and 1.2U eq for the remaining H atoms.
A rotating group model was used for the methyl groups. The highest residual electron density peak is located at 0.89 Å from Zn1 and the deepest hole is located at 0.74 Å from Zn1.
Figures Fig. 1 . The molecular structure of the title compound, with 50% probability displacement ellipsoids. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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